Gene, 95 (1990) 309-312 
Elsevier 


AUTHOR INDEX VOLUME 95 (1990) 


Alexciev, K., see Ivanov, I. 

Alhadeff, B., see Romani, M. 

Altruda, F., Cervella, P., Tarone, G., Botta, C., Balzac, F., Stefanuto, G. and Silengo, L., A human integrin £1 subunit with a unique 
cytoplasmic domain generated by alternative mRNA processing 

Anders, D.L., see Grambow, N.J. 

Arst. Jr., H.N., see Caddick, M.X. 

Avila, D.M., see Kaushal, V. 

Azad, A.A., see Jagadish, M.N. 

Azizov, M.M, see Shakhov, A.N. 


Babcock, M.J. and Kendrick, K.E., Transcriptional and translational features of a sporulation gene of Streptomyces griseus 

Balzac, F., see Altruda, F. 

Bancroft, J.D., Schaefer, L.A. and Friezner Degen, S.J., Characterization of the Alu-rich 5'-flanking region of the human 
prothrombin-encoding gene: identification of a positive cis-acting element that regulates liver-specific expression 

Barak, I., Koptides, M., Jucovit, M., Si8ova, M. and Timko, J., Construction of a promoter-probe shuttle vector for Escherichia 
coli and brevibacteria 

Barnes, L.D., see Kaushal, V. 

Baumberg, S., see Van Vliet, F. 

Bennett, J., see LaRoche, J. 

Benninger, P., see Gruber, A. 

Beppu, T., see Horinouchi, S. 

Birkeland, N.K., see Grambow, N.J. 

Blatch, G.L., Scholle, R.R. and Woods, D.R., Nucleotide sequence and analysis of the Vibrio alginolyticus sucrose uptake-encoding 
region 

Bohni, R., see Gruber, A. 

Borrias, M., see Van der Plas, J. 

Botta, C., see Altruda, F. 

Boyen, A., see Van Vliet, F. 

Broadus, A.E., see Mangin, M. 

Butkus, V. and K, see Reuter, M. 


Caddick, M.X. and Arst. Jr., H.N., Nitrogen regulation in Aspergillus: are two fingers better than one? 

Carroll, D., see Urnes, M.S. 

Cartier, M. and Stanners, C.P., Stable, high-level expression of a carcinoembryonic antigen-encoding cDNA after transfection and 
amplification with the dominant and selectable asparagine synthetase marker 

Cartron, J.-P., see Vignal, A. 

Cervella, P., see Altruda, F. 

Chambers, T.M., Essani, K. and Webster, R.G., Conditional expression of foreign genes by temperature-sensitive mutants of 
vaccinia virus 

Christie, G.E., see Grambow, N.J. 

Christov, C., see Ivanov, I. 

Colella, C., see Spano, F. 

Compton, J.G., see Lussier, M. 

Crabeel, M., see Van Vliet, F. 

Crowley, J.C., see Whyte, W., Keopp, 


Dahlems, U.M., see Dohmen, R.J. 

De Ambrosis, A., see Romani, M. 

De Vos, W.M., see Van Asseldonk, M. 

De Vrieze, G., see Van der Plas, J. 

Dohmen, R.J., Strasser, A.W.M., Dahlems, U.M. and Hollenberg, C.P., Cloning of the Schwanniomyces occidentalis glucoamylase 
gene (GAM1) and its expression in Saccharomyces cerevisiae 

Ddlle, A. and Stratling, W.H., Genomic footprinting of proteins interacting with the chicken lysozyme promoter 

Duch, M., Paludan, K., Pedersen, L., Jorgensen, P., Kjeldgaard, N.O. and Pedersen, F.S., Determination of transient or stable 
neo expression levels in mammalian cells 

Dvorak, J., see Gulick, 


309 


95 (1990) 295 
95 (1990) 231 


95 (1990) 261 
95 (1990) 9 
95 (1990) 123 
95 (1990) 79 
95 (1990) 179 
95 (1990) 215 


95 (1990) 57 
95 (1990) 261 


95 (1990) 253 


95 (1990) 133 
95 (1990) 79 
95 (1990) 99 
95 (1990) 165 
95 (1990) 303 
95 (1990) 49 
95 (1990) 9 


95 (1990) 17 
95 (1990) 303 
95 (1990) 39 
95 (1990) 261 
95 (1990) 99 
95 (1990) 195 
95 (1990) 161 


95 (1990) 123 
95 (1990) 267 


95 (1990) 223 
95 (1990) 289 
95 (1990) 261 


95 (1990) 275 
95 (1990) 9 
95 (1990) 295 
95 (1990) 243 
95 (1990) 203 
95 (1990) 99 
95 (1990) 65 


95 (1990) 111 
95 (1990) 231 
95 (1990) 155 
95 (1990) 39 


95 (1990) 111 
95 (1990) 187 


95 (1990) 285 
95 (1990) 173 


__ 

- 


310 


Essani, K., see Chambers, T.M. 


Falkowski, P.G., see LaRoche, J. 
Falmagne, P., see Van Vliet, F. 

Filion, M., see Lussier, M. 
Fitzmaurice, W.P., see Lehman, L_J. 
Friezner Degen, S.J., see Bancroft, J.D. 
Furuya, K., see Horinouchi, S. 


Gallatin, W.M., see Nottenburg, C. 

Gerstel, J., see Kleene, K.C. 

Glansdorff, N., see Van Vliet, F. 

Gluzman, Y., see Romani, M. 

Gonzalez-Candelas, L., Ramon, D. and Polaina, J., Sequences and homology analysis of two genes encoding f-glucosidases from 
Bacillus polymyxa 

Goodgal, S.H., see Kauc, L. 

Graham, R.S., see Hess, G.F. 

Grambow, N.J., Birkeland, N.K., Anders, D.L. and Christie, G.E., Deletion analysis of a bacteriophage P2 late promoter 

Gruber, A., Streit, A., Reist, M., Benninger, P., Béhni, R. and Schiimperli, D., Structure of a mouse histone-encoding gene cluster 

Gulick, PJ. and Dvofak, J., Selective enrichment of cDNAs from salt-stress-induced genes in the wheatgrass, Lophopyrum 
elongatum, by the formamide-phenol emulsion reassociation technique 


Hardies, S.C., see Kaushal, V. 

Hautamaa, D., see Smith, T_J. 

Hegeman, H., see Van der Plas, J. 

Hess, G.F. and Graham, R.S., Efficiency of transcriptional terminators in Bacillus subtilis 

Hollenberg, C.P., see Dohmen, R.J. 

Hong, S.-K., see Horinouchi, S. 

Horinouchi, S., Kito, M., Nishiyama, M., Furuya, K., Hong, S.-K., Miyake, K. and Beppu, T., Primary structure of AfsR, a global 
regulatory protein for secondary metabolite formation in Streptomyces coelicolor A3(2) 


Ikeda, K., see Mangin, M. 

Irving, R.A., see Jagadish, M.N. 

Ivanov, I., Christov, C. and Alexciev, K., Two methods for rapid assembly and oligomerization of synthetic genes: construction 
of human calcitonin-encoding sequences 


Jagadish, M.N., Vaughan, P.R., Irving, R.A., Azad, A.A. and Macreadie, G., Expression and characterization of infectious bursal 
disease virus polyprotein in yeast 

Jarsch, M., see Vesely, Z. 

Jongeneel, C.V., see Shakhov, A.N. 

Jorgensen, P., see Duch, M. 

Jucovit, M., see Barak, I. 


Kaback, D.B., see Whyte, W., Keopp, 

Kaluza, K., see Vesely, Z. 

Kauc, L., Mitchell, M.A. and Goodgal, S.H., The genome of Haemophilus influenzae Rd has a unique Notl site 

Kaushal, V., Avila, D.M., Hardies, S.C. and Barnes, L.D., Sequencing and enhanced expression of the gene encoding diadenosine 
5’, 5'’’P', P*-tetraphosphate (Ap,A) phosphorylase in Saccharomyces cerevisiae 

Kendrick, K.E., see Babcock, M.J. 

Kennell, D., see Meador III, J. 

Kessler, C., see Vesely, Z. 

Kito, M., see Horinouchi, S. 

Kjeldgaard, N.O., see Duch, M. 

Kleene, K.C., Gerstel, J. and Shih, D., Nucleotide sequence of the gene encoding mouse transition protein 2 

Koptides, M., see Barak, I. 

Kuno, K., Murakami, S. and Kuno, S., Single-strand-binding factor(s) which interact with ARS/ of Saccharomyces cerevisiae 

Kuno, S., see Kuno, K. 

Kuprash, D.V., see Shakhov, A.N. 


Lamb, J., see Whyte, W., Keopp, 
Lapointe, L., see Lussier, M. 
Larimer, F.W. and Stevens, A., Disruption of the gene XRN1, coding for a 5’ + 3’ exoribonuclease, restricts yeast cell growth 


95 (1990) 275 


95 (1990) 165 
95 (1990) 99 
95 (1990) 203 
95 (1990) 143 
95 (1990) 253 
95 (1990) 49 


95 (1990) 279 
95 (1990) 301 
95 (1990) 99 
95 (1990) 231 


95 (1990) 31 
95 (1990) 149 
95 (1990) 137 
95 (1990) 9 
95 (1990) 303 


95 (1990) 173 


95 (1990) 79 
95 (1990) 307 
95 (1990) 39 
95 (1990) 137 
95 (1990) 111 
95 (1990) 49 


95 (1990) 49 


95 (1990) 195 
95 (1990) 179 


95 (1990) 295 


95 (1990) 179 
95 (1990) 129 
95 (1990) 215 
95 (1990) 285 
95 (1990) 133 


95 (1990) 65 
95 (1990) 129 
95 (1990) 149 


95 (1990) 79 
95 (1990) 57 
95 (1990) 1 
95 (1990) 129 
95 (1990) 49 
95 (1990) 285 
95 (1990) 301 
95 (1990) 133 
95 (1990) 73 
95 (1990) 73 
95 (1990) 215 


95 (1990) 65 
95 (1990) 203 
95 (1990) 85 


— = 


LaRoche, J., Bennett, J. and Falkowski, P.G., Characterization of a cDNA encoding for the 28.5-kDa LHCII apoprotein from the 
unicellular marine chlorophyte, Dunaliella tertiolecta 

Lazaro J.M., see Otero, M.J. 

Lehman, L.J., Fitzmaurice, W.P. and Roberts, G.P., The cloning and functional characterization of the nifH gene of Rhodospirillum 
rubrum 

Linder, P., see Stotz, A. 

London, J., see Vignal, A. 

Lussier, M., Filion, M., Compton, J.G., Nadeau, J.H., Lapointe, L. and Royal, A., The mouse keratin 19-encoding gene: sequence, 
structure and chromosomal assignment 


Macreadie, G., see Jagadish, M.N. 

Maeda, N., see Smith, T_J. 

Mangin, M., Ikeda, K. and Broadus, A.E., Structure of the mouse gene encoding parathyroid hormone-related peptide 

Meador III, J. and Kennell, D., Cloning and sequencing the gene encoding Escherichia coli ribonuclease I: exact physical mapping 
using the genome library 

Melli, M., see Spano, F. 

Mitchell, M.A., see Kauc, L. 

Miyake, K., see Horinouchi, S. 

Mongkolsuk, S., Novel eukaryotic expression vectors which permit single-stranded replication in Escherichia coli and in vitro 
translational analysis of cloned genes 

Miiller, A., see Vesely, Z. 

Murakami, S., see Kuno, K. 


Nadeau, J.H., see Lussier, M. 

Nakamura, Y., see Van Vliet, F. 

Nedospasov, S.A., see Shakhov, A.N. 

Nishiyama, M., see Horinouchi, S. 

Nottenburg, C., Gallatin, W.M. and St. John, T., Lymphocyte HEV adhesion variants differ in the expression of multiple gene 
sequences 


Oteman, M., see Van Asseldonk, M. 
Otero, M.J., Lazaro J.M. and Salas, M., Deletions at the N terminus of bacteriophage $29 protein p6: DNA binding and activity 
in DNA replication 


Palla, E., see Spano, F. 

Paludan, K., see Duch, M. 

Pedersen, F.S., see Duch, M. 

Pedersen, L., see Duch, M. 

Pein, C.-D., see Reuter, M. 

Polaina, J., see Gonzalez-Candelas, L. 

Powell, M.J. and Watts, F.Z., Isolation of a gene encoding a mitochondrial HSP70 protein from Schizosaccharomyces pombe 
Purrello, M., see Romani, M. 


Rahuel, C., see Vignal, A. 

Ramon, D., see Gonzalez-Candelas, L. 

Raugei, G., see Spano, F. 

Reist, M., see Gruber, A. 

Reuter, M., Pein, C.-D. and Butkus, V. and K, An improved method for the detection of Dem methylation in DNA molecules 

Roberts, G.P., see Lehman, L.J. 

Romani, M., De Ambrosis, A., Alhadeff, B., Purrello, M., Gluzman, Y. and Siniscalco, M., Preferential integration of the Ad5/SV40 
hybrid virus at the highly recombinogenic human chromosomal site 1p36 

Royal, A., see Lussier, M. 

Rutten, G., see Van Asseldonk, M. 


Salas, M., see Otero, M.J. 

Schaefer, L.A., see Bancroft, J.D. 

Schmitz, G.G., Kalu, see Vesely, Z. 

Scholle, R.R., see Blatch, G.L. 

Schiimperli, D., see Gruber, A. 

Schiimperli, D., see Soldati, D. 

Shakhov, A.N., Kuprash, D.V., Azizov, M.M, Jongeneel, C.V. and Nedospasov, S.A., Structural analysis of the rabbit TNF locus, 
containing the genes encoding TNF-f (lymphotoxin) and TNF-a (tumor necrosis factor) 

Shih, D., see Kleene, K.C. 


311 


95 (1990) 165 
95 (1990) 25 


95 (1990) 143 
95 (1990) 91 
95 (1990) 289 


95 (1990) 203 


95 (1990) 179 
95 (1990) 307 
95 (1990) 195 


95 (1990) 1 
95 (1990) 243 
95 (1990) 149 
95 (1990) 49 


95 (1990) 163 
95 (1990) 129 
95 (1990) 73 


95 (1990) 203 
95 (1990) 99 
95 (1990) 215 
95 (1990) 49 


95 (1990) 279 
95 (1990) 155 
95 (1990) 25 


95 (1990) 243 
95 (1990) 285 
95 (1990) 285 
95 (1990) 285 
95 (1990) 161 
95 (1990) 31 
95 (1990) 105 
95 (1990) 231 


95 (1990) 289 
95 (1990) 31 
95 (1990) 243 
95 (1990) 303 
95 (1990) 161 
95 (1990) 143 


95 (1990) 231 
95 (1990) 203 
95 (1990) 155 


95 (1990) 25 
95 (1990) 253 
95 (1990) 129 
95 (1990) 17 
95 (1990) 303 
95 (1990) 305 


95 (1990) 215 
95 (1990) 301 


_ 


312 


Siezen, R.J., see Van Asseldonk, M. 

Silengo, L., see Altruda, F. 

Simons, G., see Van Asseldonk, M. 

Siniscalco, M., see Romani, M. 

Sisova, M., see Barak, I. 

Smith, T.J., Hautamaa, D. and Maeda, N., Sequence of the putative LDL receptor binding regions of apolipoprotein B in mouse 
and hamster 

Soldati, D. and Schiimperli, D., Structures of four human pseudogenes for U7 small nuclear RNA 

Spano, F., Raugei, G., Palla, E., Colella, C. and Melli, M., Characterization of the human lipocortin-2-encoding multigene family: 
its structure suggests the existence of a short amino acid unit undergoing duplication 

Stalon, V., see Van Vliet, F. 

Stanners, C.P., see Cartier, M. 

Stefanuto, G., see Altruda, F. 

Stevens, A., see Larimer, F.W. 

St. John, T., see Nottenburg, C. 

Stotz, A. and Linder, P., The ADE2 gene from Saccharomyces cerevisiae: sequence and new vectors 

Strasser, A.W.M., see Dohmen, R.J. 

Stratling, W.H., see Ddlle, A. 

Streit, A., see Gruber, A. 


Tarone, G., see Altruda, F. 
Timko, J., see Barak, I. 
Tricot, C., see Van Vliet, F. 
Tuyl, M., see Van der Plas, J. 


Urnes, M.S. and Carroll, D., Amylase synthesis as a simple model system for translation and hybrid arrest in Xenopus oocytes 


Van Asseldonk, M., Rutten, G., Oteman, M., Siezen, R.J., De Vos, W.M. and Simons, G., Cloning of usp45, a gene encoding a 
secreted protein from Lactococcus lactis subsp. lactis MG1363 

Van der Plas, J., Hegeman, H., De Vrieze, G., Tuyl, M., Borrias, M. and Weisbeek, P., Genomic integration system based on 
pBR322 sequences for the cyanobacterium Synechoccus sp. PCC7942: transfer of genes encoding plastocyanin and ferredoxin 

Van Vliet, F., Crabeel, M., Boyen, A., Tricot, C., Stalon, V., Falmagne, P., Nakamura, Y., Baumberg, S. and Glansdorff, N., 
Sequences of the genes encoding argininosuccinate synthetase in Escherichia coli and Saccharomyces cerevisiae: comparison with 
methanogenic archaebacteria and mammals 

Vaughan, P.R., see Jagadish, M.N. 

Vesely, Z., Miller, A., Schmitz, G.G., Kaluza, K., Jarsch, M. and Kessler, C., RieAI: a novel class-IIS restriction endonuclease 
from Rhizobium leguminosarum recognizing 

Vignal, A., London, J., Rahuel, C. and Cartron, J.-P., Promoter sequence and chromosomal organization of the genes encoding 
glycophorins A, B and E 


Watts, F.Z., see Powell, M.J. 

Webster, R.G., see Chambers, T.M. 

Weisbeek, P., see Van der Plas, J. 

Whyte, W., Keopp,, Lamb, J., Crowley, J.C. and Kaback, D.B., Molecular cloning of chromosome I DNA from Saccharomyces 
cerevisiae: isolation, characterization and regulation of the SPO7 sporulation gene 

Woods, D.R., see Blatch, G.L. 


95 (1990) 155 
95 (1990) 261 
95 (1990) 155 
95 (1990) 231 
95 (1990) 133 


95 (1990) 307 
95 (1990) 305 


95 (1990) 243 
95 (1990) 99 
95 (1990) 223 
95 (1990) 261 
95 (1990) 85 
95 (1990) 279 
95 (1990) 91 
95 (1990) 111 
95 (1990) 187 
95 (1990) 303 


95 (1990) 261 
95 (1990) 133 
95 (1990) 99 
95 (1990) 39 


95 (1990) 267 


95 (1990) 155 
95 (1990) 39 
95 (1990) 99 
95 (1990) 179 
95 (1990) 129 
95 (1990) 289 
95 (1990) 105 
95 (1990) 275 


95 (1990) 39 


95 (1990) 65 
95 (1990) 17 


